TGFb+MMP+ifn b Sequence 



10 20 30 40 50 60 

]3^^322J? 3 ^^ 890 _}^}^^]P9J- 23 ^^ 90 1234567890 1234567890 

MetProProS erGlyLeuAr gLeuLeuPro LeuLeuLeuP roLeuLeuTr pLeuLeuVal 

ClGA030CTiaGCaXXXX3^ CGQ3G3ZCTA TQCAQCTGCA AGACIATCGA CMQGSGCTG 120 
LecOhrPrcG lyProProAl aAlaGlyLeu SerlhrCysL ysThrlleAs pMstGluLeu 

GIGAPGQGGA K50GCATCGA. GXX^VTCQGC GGCX^GATCC TCIOCAAGCT GOQQCTOQOC 180 
ValLysArgL ysArglleGl uAlalleArg GlyGlnlleL euSerLysLe uArgLeuAla 

A3CCCQCDGA (XCAGQQQGA GGTCCOGQQC GGOQ0GCIGC OOGfsGQOOGT QCTOXOCfIG 240 
SerProProS erGlnGlyGl uValProPro GlyProLeuP rcGluAlaVa lLeuAlaLeu 

SJACAACAGCA QCOX33SOOG QCT3GOCQQG GAG?OIGC£G AAOOQGaGOC CE&GX'IGAG 300 
TyrAsnSerT hrArgAspftr gValAlaGly GluSerAlaG luPrcGluPr cGluProGlu 

GOOSACTACr AQ3CCAAGGA QSICAGOaQC GTCCTAATGG 'IG3AAAQ0CA CAAOGAAA2C 360 
AlaAspfiyrT yrAlaLysGl uVallhrArg ValLeuMatV alGlulhrHi sAsnGluIle 

TAE3ACAAGT TCAAGCAGAG TACCOX ATATKTKDGT TCIT(3^CAC ATC2G&XTC 420 
TyrAspLysP heLysGlnSe rlhrHisSer IleOyrMetP heFheAsrflh. rSerGluLeu 

OGAGAAGCGG TACX7IGAA0C 03T3TTGCTC TXCGGGCAG ACCT3CGICT GCIGSGGftQG 480 
ArgGluAlaV alPrcGluPr oValLeuLeu SerArgAlaG luLeuArgLe uLeuArgArg 

CIGAAGTIAA AAGOGGAGCA GCAOGTCGAG CTCTACCAGA AATACAGCAA CAATIOCIG3 540 
LeuLysLeuL ysValGluGl nHisValGlu LeuTyrGlnL ysTyrSerAs nAsnSerTrp 

03ATAGCICA GCAAOQ33CT GCTO3CAOCC AGCG^CTCGC CAGAGIGCTT AOCITriGAT 600 
ArgiyrLeuS erAsnArgLe uLeuAlaPro SerAspSerP rcGluTrpLe uSerPheAsp 

GTCACQG3AG TIG1G0QGCA GIGGTIGAX OGT33AGGGG AAATIGAG3G CITIGGOCTT 660 
ValThrGlyV alValAcgGl nlTrpLeaSer ArgGlyGlyG luIleGIuGl ylfceArgLeu 

AGOXJGCACr GCTOCIGIGA CAGCAGGGAT AACACACIGC AAGIQSSCKT CAAOQGGITC 720 
SerAlaHisC ysSerCysAs pSerArgAsp AsrYIhrLeuG LiValAspIl eAsnGlyPhe 

ACTAQQGGCC GQXiAGGIGA CCIGGCCAOC ATICATGGCA 1GAA00QQQC TITOCTQCTT 780 
ItirlhrGlyA rgArgGlyAs pLeuAlalhr IleHisGlyM etAsnArgPr oHieLeuLeu 

CICATOQOCA OCXXX3CIGGA GAGGGOOCAG CATCTGCAAA Q03AAFIO3G (feo3Q3GAl 840 
LeuiMstAlaT hrProLeuGl uArgAlaGln HisLeuGlnS erGlufteSl yGlyGlyGly 

feXOCTCX; GGCTTIQQGC GGGAG933GG TC^ bCX3QQCXj CAATCAACTA TAAGC2GCIC 900 
SerProI^jG lyLeuTtpAl aGlyGlyGly SerAlaAlaA l^IleAsriTy rLysGliiLeu 

CAGCIGCA2G AAAGGAOSAA CA2TO3GAAA TOTCAGGAGC TOCIQGAGCA GCIGAAT33A 960 
GlnLeuGinG luArgTlirAs nlleArgLys CysGlxGluL euLeuGluGl nLeuAsnGly 



Fig. 1 



TGFb+MMP+ifn b Sequence 



10 20 30 40 50 60 

1234567890 1234567890 1234567890 1234567890 1234567890 1234567890 
AAGATCAACC TCmjTNyG GQOGGAdTC A^GATOXTA TCG£GAIGAC QG&GASGAIG 1020 
LysIleAsnL euTIhrTyrAr gAlaAspFhe LysIlePrcM etGluMetOh rGluLysJfet 

CAGAACTOIT iOCTCOOT TOGCATXAA GAGMQCTOC TCITCICTIC 1080 

GlnLysSerT yxlhrAIaPh eAlalleGln GluDfetLeuG InAsaValHi eLeuValPhe 

AGAAACAATT TCTCCAQCAC 1GQGTP33AAT GAG2CIATIG TTOEAOGTCT CCIGGA2G&A U40 
ArgAsnAsnP heSerSerlh rGlyTrpAsn GlirthrlleV alValArgLe ULeuAsgpGlu 

CICCfiCCftGC KSACACTGTr TCKMsSiCA GfEfiCMaGG MMQCMGA QGAAAGATIG 1200 
LeuHisGlnG IrflhrValPh eLeuLyslhr ValLeuGluG luLysGlnGl uGluArgLeu 

TCia^PpARC TCCICraSC TIGA&3V3CT MTACK33iG Q3IQC3&ACG 1260 
'IhrTcpGluM etSerSerlh rAlaLeuHis LeuLysSerT yrTyrTrpftr gValGlnArg 

TACCTTAAAC TCSKMGm CAAC&30mC GQCTOGATOG ASAGA2CFIC 1320 

lyrLeuLysL eutfetLy^iy rAsnSerT/r AlaTrpMetV alValArgftl aGluIlePhe 

ACGAACTTIC TCA2CATICG AAGACTEACC AGAA^CTIGC AAAACIGATC T2GAOC 1376 
ArgAsnPheL eullelleAr gftrgLeullxr ArgAsnEheG liftsn. . .Se rftrg 



ifn+MMP+TGFb Sequence 



10 20 30 40 50 60 
1234567890 1234 567890^1234 567890 1234567890 1234567890 1234567890 

MetAsnAsnA rgTTtpIleLe uHisAlaAIa PheLeuLeuC ysEteSerTh r'XhrAiaLeu 

m^TCAACT ATAAQCAGCT QCAGCIOCAA GAAA3GAQGA ACATI03GAA ATGTXMG£G 120 
SerlleAsnT yrLysGlnLe uGlnLejGln GluArgOhrA srilleArgLy sCysGLnGlu 

CTOCTQGAGC AGCP3AATQG AA£GATCAAC OGAXTACA GQGOGG&CrT 180 
LeuLeuGluG* InLsuAsnGl yLysIleAsn LeiilhrTyrA rgftlaAspEh eLysIle£ro 

ATO3AGATGA OQG&GASGAX OBG&AGasr TACAGIGXT TIGXAItCA KS^TGCTC 240 
MetGluMatT hrGluLysMe tGlnLysSer TyiThrAlaP heAlalleSl r&lubfetLoi 

CAGAA1GTCT TTCTIGICTT CAGAAACAAT TICIOC^iXA CIGGGIGGAA fe^TIMT 300 
GlnAsnValP heLeuValRi eArgAsnAsn EbeSerSerT hrGlyTrpAs nGltfthrlle 

GITGTAO^rC TOCT33AIGA iOQCAOCffiG CAGACAGICT TXCIGAftGftC AGECEAGAG 360 
ValValArgL euLeuAspGl uLeuHisGln GlnThrValP heLeuLysflh rValLeuGlu 

GAAAAGCAAG AGGAAAGATT GAOGIGQGAG AOGTCCTCAA CBXTICIO^A CTIGASG&3C 420 
GluLysGlriG luGluArgLe ulhrTrpGlu MstSerSerT hrAlaLeuHi sLeuLysSer 

TATTACIQGA QGGIQCAAAG GTAOCTTAAA CICA2GAAGT ACAACA3CIA CGCCIGGATC 480 
'IVrTyxTrpA rgValGlnAr gTyrLeuLys Let&fetLysT yrAsnSerT/ rAlaTrptfet 

GIGGTCOG^G CAGAGATCTT CAGGAACTTT CIX^XCATIC GAA3ACITAC CAGAAACTIC 540 
ValValArgA laGluIlePh eArgAsnShe LeuIlelleA xgArgLevilh rArgAsnTte 

CAAAA03AAT TcbsmMS OTiATXCCG ,CTC33GCTIT (ffim^ffl GfflC3£fo5 600 
GlnAsnGluP heGLyGlyGl yGlySerPro LeuGlyLeuT rpAlaGly3l yGlySerAla 

• GCCGCACIAT CCACCIGCAA GACIAOT3AC ATGGAGCIG3 TGAAGQGGAA GCGCATCGAG 660 
AlaAlaLeuS er'IhrCysLy slhrlleAsp MetGluLeuV alLysArgLy sArylleGlu 

GQCATOOGOG GQCAGA3P0CT GTCCAAGCTC OGGGTOGCCA GCXXXXXXSG OCAGGGGGAG 720 
AlalleArgG lyGlnlleLe uSerLysLeu ArgLeuAlaS erProProSe rGlnGlyGlu 

GlGOOGaOOG GOOCX3CT30C CGM3QCGIG CIGQOCCIGT A2AACAGCAC CQGOCSOOQG 780 
ValProPrcG lyProLeuPr oGluAlaVal LeuAlaLeuT yrAsnSerlh rArgAspArg 

GTGGOGGGGG £G£G3X3C?sGA KH3GAQQQC G&GOCTSAGS G03£CIACIA CX3GCAAGGAG 840 
ValAlaGlyG luSerAlaGl uProGluRro GIuBocGluA laAsp?yrTy rAlaLysGlu 

GICACCOGQG TCCEAATOGT G3AAAQCC2C AAO^AATCT AIG?CA?>GIT CAAGCPG£GT 900 
ValThrArgV .alLeuMstVa lGltflhrHis AsnGluIleT yrftspLysEh eLysGLnSer 

ACACAC?£CA TOEamCTT CTICAACACA TCAGAGCKG GAGAAG33GT AOCTS^AQCC 960 
ThrHisSerl l^TytifetPh eFheAsnlhr SerGluLeuA rgGluAlaVa lProGluPro 



Fig. 2 



ifn+MMP+TGFb Sequence 



10 20 30 40 50 60 

1234567890 1234567890 1234567890 1234567890 1234567890 1234567890 

C?K?ITCCTCT OCX33QGCAGA GCIGOGICIG CT3SGGAGQC TCA2GITAAA NJKXZPGCPG 1020 
ValLeaLeuS erArgAlaGl uLeuArgLeu LeuArgArgL euLysLeuLy sValGluGln 

CAGGTOGaQC TCIAO^^GAA AATTQCIQGC GATACOTC£G CM003C3CTG 1080 

HisValGluIj euT^rGlriLy sTyrSerAsn AsnSerTrpA rgTyrLeuSe rAsnArgLeu 

GCG?CIOGOC AG2GT3GTEA TCTITIGAIG T&CCGGPG? TCIG033CAG 1140 
LeuAlaProS erAspSerPr cGluTrpLeu SerFfreAspV allhrGlyVa lValArgGln 

TOoTIGMX GTOG^GGGGA AATIG2GQQC TTICGOCTEA.' G03Q0CACIG CIQC1GTIGAC - 1200 
TrpLeuSerA rgGlyGlyGl uIleGluGly FheArgLeuS erAlaHisCy sSerCysAsp 

XX2G3m& XMCm AGTCG?C?£C A£CG3GTTCA CTftOOQGOOG OOGftGGTSAC 1260 
SerArgAspA srflhrLeuGl nValAspIle AsnGlyPheT hr'IhrGlyAr gArgGLyAsp 

CTOGCCAQCA TICAOGXAT GAAOQGGOCT ITOOT3CTIC TCATCGCCAC OCTQCTOGfiG 1320 
LeuAlalhrl leHisGlyMs tAsnArgPro PheLeuLeuL euMetAlaTh rProLeuGlu 

^GGGCCCAGC A!ICIGCAAAG CtgaTCl^GA CC 1352 
ArgAlaGlnH isLeuGlnSe r. . .SerArg 



\ 20 | ^ UO 60 

Hu TCF-j? 1 ^PSClRLLPtUPUWUV-UPOPPAAGlSTCKlJOHElVXRKRlEAiRGQILSXlRlASPPSOGE- VP-PGP 

Hu TGF~0 2 HHYCVISAFULH IVrVAt SlSTCSTLDMOQFHftKRlEAUGQltSJClKlTSPP — EDYPEPEE 

Hu 3 HKHHtOftAlWlAlLKFAlVSt SISTCT RDF GKHCRKRv£AlRCQiLSKUCTSPP- 

Ck TGF-^ 4 - 

H 5 H£¥ tWttlVLLV-LHLSSlAHStSTCJCAVOHKVRKRRlEAtRCQILSKLIClDKIPOVDS-tlC-HTV 

♦ 4 4 4 +♦♦* ♦ 4 ++*+4*4444* 4 4 

eo ioo 12a 

Hu ICf-fl 1 IPEAVIAIYHSTRORVACESAEPE-PEP EADYYAKEVfRVlHV ETHNEIYOKFKQSTHSlYHf F 

HU TGF~fl 2 VPPeVlSiYHSIRDU-OEKASR-RAM^ 

Hu 3 VP YQVLAtYHS T RELt - - E E KGER - KEEQC T QE H t € SE Y YAKS I HK FDMI QOt AS- HUE I A VCP KG 1 T - SK VFR f 

Ck rCF-0 4 * K-OPtfSlGPK-SCG - - GSPU-RPP-GJAPWSIG-SR-RA 

ffl XCF-fi 5 PSEAtf-lY«STlE-vrREKA?RE-E€EHVGHOOH100YYAlCOVYRF ESITEIEDHEFKFK 

+■♦4+ + 44* 

140 160 180 

Ku TCF-0 1 JITSEl RE~AVPEPVtLS-RAELRLlRLKl*--~KV»EOHVELYQ KYSMKSWRTLSHRLIAPSPSPE 

Hu YCf-# 2 OVSA MEKHAmV-KAEFRVfRtOKPK-ARVPEQRiELYOlLKSKOirSPTQRYIOSKWKTRAEGE 

Ku TCF^/T 3 gJgS VEKHRTMLF-RAEFRVlRVPgPS-SKRHEQRIElFQllRP-OtHIAKQRYIGGKHLPTRGTAE 

Ck TCF-0 4 YASSSCSrSSRVRAeVGGRAllMRAEtRHlROICAAA&SAGTEORlELYQGYG KASURYtBGRSVRATAOOE 

Fg TGF-# 5 MASKV RE«VGK«-Si.LH*«AEtRMYlC-KQtO- -KMfCQRMElFU--aQEMGTTKSRYLESKYnPV100f 

* ♦ 44 4 4 + 4 

200 ' 220 240 
Hu TCF-0 1 ULSFOVrCWRQVtSRCGEIEGFRLSAHCSCf OSRDKRQVOIN GFTTGR RCQlATJ 



KU TGF-£ 2 VlSFDVTDA\ffl£VtKH^RKtGFK{StHCPftTFVP$NHYnPHlCSEELEARFA'GI&GFSTYrSGOQ)CF?>C$TRIC 

«U TGF-0 3 WIS fQ YTQ T VREWU.RR ESNIGLE 1 S I HCPCH T F OP - H60 1 1 E H t H£VM£ I K FK * G VONE DD H GRGOl GR I K - * - K 

Ck TGF-£ 4 VtSFOVYOAVHO^SGSEttOVf KLSVKOPCEKGPG- HAOEHR 1 S1EGFE0Q RGDHOSIA — K 

f9 TGF*0 S VHSfDVriCTVJfEWUCRAEEKEOFGtOPA^ — PIPQAKD tOIEGFPAt-RGOlASL-SSK 

260 1 260 300 

Ku TGF-£ 1 H#lHftPf LtlKATPlERA-GK - - LOSS • - * RHRRAIDTHYCFSST - • EKNCCVROl Y I OFRKOIGWKWI HEP 

Ku TGF-JS 2 KHSGlCY-*-PKUlHUPSYRL*ESQ OFMRRKKRAtOAAYCFftNV* -ODNCCLRPtYJOFKROLGWICtf I HEP 

Hu YGf-0 3 OK0NM--H*PRttlHH5PPttRl*0MPGOGGQ — RKKRAtDtNYCF RHL—EENCCVRPIYIOFRGOIGWKVYHEP 
Ck TGF*£ 4 'KKRR-V*PYVLAKALPA£RANE'--LKSA"-RRRROLOTOYCFGPGTOEKMCCVRPLY1DFRKOIOUKUIHEP 
Fg TGF*£ 5 EHT KPYL-HnSHPAERCDTVF SS---RK1CRGVGQ6YCFGHK--GPHCCVKPLYIHFRKDIGMKU1HEP 

4 + ♦ ♦ 4*4 4** 4 4 4+ 444 444 

320 340 360 380 390 

KU TGF~£ 1 KGYHAHFCtCPCPYIWSL0TOYSKVLALYKOHHPGASAAPCCVPQAlEPLPlVYYVGRKPKVEQCSK«JVRSCKCS 
KU TGF-0 2 KGYKWtfCAGACPYlUSSt>?Q«SRVLStYWllNPEASASPCCVSOOlEPLTaYYIGKIPICIEOlSHHIVKSCKCS 
Ku TGF-0 3 KGYYA«FCSGPCPYtRS^TYHSmGtYKTt.KP£ASASPCCVPODlEPtTUYYVGRIPICVEQtSHflVVICSCtCCS 
Ck TGF-JJ 4 ICGYHAKFCHCPtfYtWSADTOYKVLAUNOHNPGASAAP^ 

fg TGF-0 5 ^GYEANYClCKCPYiWSHPTOYSKVLSLY»0««PGASJSPCCVPOVlEPlPUYYVGRfAKVEOCSH«VVRSCHCS 

♦44 4+ * 4- *44 ♦ 44 4* *44 44 *4 ***4 * +4 4 t-4 4 ♦♦♦4*+ * * *4 



Fig. 3 



Protein 



- Sequence 



Reference 



MMM/MMP-8 

Human type I collagen (ai) Ala-Pro-G[n-GlyT?s-nc 7 76-Ala-GIy-Oin 30 

Human type I collagen (a2) Giy-Prc-Giti-Giy 7 7 5 -I-cu 77 &-Leu-GIy-Aia 80 

Human type II collagen " Gly-Pro-Gln-Giynj-LeuTTfi-Ala-GIy-GIn SO 

Human type HI collagen GIy-Pro-Leu-GlyT75"-ne 7 T*-AIa^iy-He SO 

Human aj-macroglobulin Gly-Pro<jIu<Hy 6 7^L£U 68 o-Arg-VaK}ly 84 

Rat a r inacro^obulitt Aui-Aia-Tyr-His^, -LeuwrVal-Ser-Gln 84 

Rat az-macroglobulin Mct-Asp-Ala-Phe 6 9t-'Leu*9rG!u-Ser-Ser - 84 

Rat a,-macrogiobulln GIu-Pro-Gln-Ala^— Lei^w-Ala-Met-Ser 84 

Rat «,-macroglobuIin Gln-Ala-Leu-Ala^w^-Metfi^Ser-Ala-ne 84 

Chicken ovostatin Pro-SerTyr-Phe 6 7 3 — Leu 674 -Asn-Ala-GIy 79 

Hu man pregnancy zone protein Ty r-Gl u~Ala-Giy W5 — Leu^-Gly- Va J- V ai 84 

Human pregnancy zone protein Ala-Giy-Leu-GtywT—ValABrVal-^lu-Arg 84 

Human pregnancy tone protein Ala-Gly-Leu-G!y 7S 7— licT^-Ser-Ser-Thr 84 

a r Protease inhibitor Gly.Ata-Mct-Phejs2^Leu 33r Giu-Aia-Iie 85 

Human aggrecan lle-Pr€HGIu-Asn>4t^Phcj4rPbe-Gly-Val 86 

Human aggrecan Thr-Giu-Gly-Gtu^j— Ala 37 «-Arg-G!y-Ser 86 

Human cartilage link Arg-A[a-lle-Hts 16 -ne <r <nn-AIa<Hu 87 

Human insulin-Uke growth factor Leu-Arg-Aia-Ty Leu KxrLeu-Pro-Ala 88 
binding protein-3 
MMP-2 

Guinea pig a I (I) gelatin Giy-Ala-Hyp-Giy >47- Leu54«-Gix-Giy-H is 24 

Rat a 1(1) gelatin GIy-Pro-Gin-Gty TW - Val,» r Arg-Gly-Giu 30 

Rat celtt) gelatin Gly-Pro-Ala-Gly 277 -Vai^ln-Gly-Pro 30 

Rat al(l) gelatin Gly-Pro-Ser-GJy^— Leu^-Hyp-GIy-Pro 30 

Rat a\{\) gelatin Gly-Pro-Ala-Gly3 3l -GIujjr Arg-Gly-Ser 30 

Rat al(I) gefcttin Gly-Ala-Lys-GIy 36l -Uu 362 -Thr-Gly-Ser 30 

Rat a\(l) gelatin , Gly-Pro-A!a-Gly m -GIn» r Asp-Giy-Pro 30 

Ratal(I)geIatin Gly-Pro-A!a-G!y 63 4-Phe«3 5 -AIa-Gly-Pro 30 

Rat « 1(1) gelatin GIy-Pro-Ile*GIy 6 7 6 ~- Asn wr VaK3Iy-Ata 30 

Rat a 1(0 gelatin GIy-Pro-HyI-Gly M5 -Scr 68 6-Arg*Gly-Ala 30 

Bovine type I collagen («!) Gly-Pro^ln-GIyT^llem-Ala-GIy-GIn 22 

Bovine type I collagen (*2) Gly-Pro-GIn-Gl^^LcUrj^-Leu-Gly-Ala 22 

Human aggrecan Ile-Pro-GIu-Asn^t — Phe^Phe-Gly-Vat 89 

Human galectin-3 Pro-Pro-Gly-Aia4 2 -Tyr 6r H!S-Gly-Ala 90 

Human cartilage link * Arg-Ah-Ile-His t& — fle, r Gln-AIa-GIu 87 

Human cartilage link Gly-Pro-His-Lc^j—Leu^-Val-Glu-Ala 87 

Human insulin-like growth factor Leu-Arg-Ala-Tyr w ^Leu 100 -Leu-Pro-A la 88 
binding protein-3 
MMP-3 

Human aj-nsacrogiobulin GIy-Pro-Gtu-GIy 67 9~ Leu^Arg-VaKjly 79- 

Human a2~macrogiobulin Arg-Val-Gty-PheftM— TyriarGiu-Ser-Asp ?9 

Human a^tichymotrypsin Leu-Leu-Ser-AIa^— Leu^ r Val-Glu-Thr 91 

a r protease inhibitor Glu-Ala4k-Pn>357"-Metj 5 »-Ser-Ile-Pro 9 1 

Aotithrombin III lle-Ala-GJy-Argj,,— Scr 3S6 ->Leu-Asn-Pro 91 

Chicken ovostatin Leu-A5n-A!a-GIy 67 7- Phe^rThr-Ala-Ser 79,92 

Human aggrecan lle-Pro-Glu-Asn*,— Phe Mr Phc-G2y-Val 93 

Substance P , Lys-Prc^m^Hr^r^ej-Phe-Gly-Leu 37 

Human ProMMP-l Asp*Val*Ala-Gln w -Phe S i-VaI4-eu-Thr 43 

Human ProMMP-3 Asp-Thr-Leu-Glu«— VaWMet-Arg-Lys 94 

Human ProMMPO Asp-Val-G!y'His, 2 -Phe w -Arg-Tlir-Phe * ? 4 

Human ProMMP-8 * Asp-Ser-Gly-Gly7^Phe 7 ^Met-Leu-Thr 95 

Human ProMMP-9 Arg-Val-Aia-Glu^-MeUrAfg-Gly-Giu 4 $ 

Human ProMMP-9 Asp-Leu-GIy-Arg^j-PheM-Gln-Thr-Phe 48 

Human fibronectin Pn>Phe-Scr-Pro 659 ~ Leu$9<r Val-AIa-Thr 2 1 



Fig. 4 



Sequence 



Reference 



Ho^*fcn insulin-iike growth facior 


Leu-Arg-AIa-Tyr^— Leu l00 -Leu-Pn>- AIa 


88 


landing protein-3 


AIa-Pro-<3Iy-A5n )M — Aiaifo-Scr-Olu-ber 


88 




Phe-Ser-Ser-G!u, 76 —Ser ir rLYS-Arg-Olu 


88 


Bovine o I (Hi collagen. N-telopcpddc 


Ala^jiy^iY-Alaiis^OInMfr'Wct-Oiy-vaj 


96 


Bovine ai(II) conageiu N-teiopepttde 


G 1 n-Mct^l y- Val t N ^ Mct|2orOm-uiy-r ro 


96 


Bovme al(IX) collagen, NC2 


M et-Ala-Ala-Ser — Leu- Lys-Arg-Pro 


96 


Bovine «2(IX> collagen, NC2 


— A la-Uys-Arg-GIu 


96 


Bovine cr3(IX) collagen, NCi 


— Leu-Arg-Lys-rro 


96 


Bovine a l(XI) collagen, N- 


Gl n-Ala-GIn-Ala—ne-LeuAjln-Gln 


96 


teiopeptide 






Human cartilage link 


Arg-Ala-Iie-His^—Ile^ln-Ala-Glu 


87 


Bovine insulin* B chain 


Leu-VaK}lu-Ala W "-Lcu ir Tyr-Leu-Val 


97 


Bovine insulin, B chain 


Glu'Ala-Lcu-Tyr H — Leu ir Val^Cys-Gly 


21,97 


MMP-7 






Human aggrecan 


lle-Pro-Glu-Asn^t-Phe^rPnc-Gly-Val 


89 


Human cartilage link *** • 


Gly-Pro-His-Lcu^ — Leu 26 -VaJ-GIu-A!a 


87 


Human prouroktnase 


Pro-Pro-G!u-Glu 14 3-Leu t *4-Lys-Phe-GIn - 


98 


MMP-9" 






Human type V collagen (cc \ ) 


GIy*Pro-Pro-Gly 4W -VaW v aM3Iy-Pro 


99 


Human type V collagen (a2) 


Gly-Pro-Pro-Gly« 5 — LeuwA-Arg-Gly-Glu 


99 


Human type XI collagen (a I) 


Gly-ProGIy-GIy^-Valwo-Val-Gly-Pro 


99 


Human aggrecan 


ne-Pro-Glu-A$n 3 4, -Phe^rPhe-Gly-Val 


89 


Human gaIectin-3 


Pro-Pro-Gly-Al^-Tyr^- Hts-Gly-Ala 


90 


Human cartilage link 


Ar^-Ala-!le-His l6 -Uc l7 -Gln-Ala-Glu 


87 


MMP^IO 






Human cartilage link 


A rg- Aia~Ile- H is, ^—Ile, rGln-Aia-Giu 


87 


Human cartilage link 


GIy*Pro-His-Uu M '-Leii 2Ji -Val-Glu-'AIa 


87 
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